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RAW SEQUENCE LISTING DATE: 08/14/2002 

PATENT APPLICATION: US/09/341,894 TIME: 14:41:55 

Input Set : A: \PTO. VSK, txt 

Output Set: N:\CRF4\08142002\X341894 .raw 

5 <110> APPLICANT: Piechaczyk, Marc 

6 Noel, Daniele 

8 <120> TITLE OF INVENTION: Biological material for treating a mammal by antibody gene 
transfer and 

9 pharmaceutical composition containing same 
11 <130> FILE REFERENCE: 19904-002 

C--> 13 <140> CURRENT APPLICATION NUMBER: US/09/34 1 , 894 
C--> 14 <141> CURRENT FILING DATE: 1999-12-15 

16 <150> PRIOR APPLICATION NUMBER: FR97/00540 

17 <151> PRIOR FILING DATE: 1997-01-20 
19 <160> NUMBER OF SEQ ID NOS : 4 

21 <170> SOFTWARE: Patentin version 3.1 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 420 

25 <212> TYPE: DNA 

26 <213> ORGANISM: Mus musculus 
28 <220> FEATURE: 

W--> 29 <221> NAME/KEY: CDS<222> (1).,(420) 

30 <223> OTHER INFORMATION: 

32 <220> FEATURE: 
W--> 33 <221> NAME/KEY: misc_f eature<222 > (1)..(420) 

34 <223> OTHER INFORMATION: Sequence coding for the variable region of the antibody heavy 

ch 

35 ain 

37 <220> FEATURE: 
W--> 38 <221> NAME/KEY: sig_peptide<222 > (!)..( 57) 

39 <223> OTHER INFORMATION: 

41 <400> SEQUENCE: 1 

42 atg ggt tgg ctg tgg aac ttg eta ttc ctg atg gca get gcc caa agt 48 

43 Met Gly Trp Leu Trp Asn Leu Leu Phe Leu Met Ala Ala Ala Gin Ser 

44 1 5 10 15 

46 gcc caa gga cag ate eac ttg gta eag tct gga cct gag ctg aag aag 96 
4 7 Ala Gin Gly Gin lie His Leu Val Gin Ser Gly Pro Glu Leu Lys Lys 
48 20 25 30 

50 cct gga gag aca gte aag ate tec tgc aag get tct ggg tat acc ttc 144 

51 Pro Gly Glu Thr Val Lys lie Ser Cys Lys Ala Ser Gly Tyr Thr Phe 

52 35 40 45 

54 aca teg tat ggc ttg ace tgg gtg ata cag tct cca gga aag gat tta 192 

55 Thr Ser Tyr Gly Leu Thr Trp Val lie Gin Ser Pro Gly Lys Asp Leu 

56 50 55 60 

58 aaa tgg atg ggc tgg ata aac acc ttc tct gga gtg cca aca tat get 240 

59 Lys Trp Met Gly Trp lie Asn Thr Phe Ser Gly Val Pro Thr Tyr Ala 

60 65 70 75 80 

62 gat gac ttc aag gga cgc ttt gee ttc tct ttg gac ace tct acc age 288 
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63 Asp Asp Phe Lys Gly Arg Phe Ala Phe Ser Leu Asp Thr Ser Thr Ser 
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64 








85 










90 










95 




66 


act 


gcc tat 


ttg 


cag 


ate 


gac 


aac 


etc 


aaa 


aat 


gag 


gae 


aeg 


get 


aca 


67 


Thr 


Ala Tyr 


Leu 


Gin 


He 


Asp 


Asn 


Leu 


Lys 


Asn 


Glu 


Asp 


Thr 


Ala 


Thr 


68 






100 










105 










110 






70 


tat 


ttc tgt 


tea 


aga 


agg 


ggg 


ggt 


ttt 


att 


act 


aeg 


get 


ett 


gac 


aec 


71 


Tyr 


Phe Cys 


Ser 


Arg 


Arg 


Gly Gly 


Phe 


He 


Thr 


Thr 


Ala 


Leu 


Asp 


Thr 


72 




115 










120 










125 








74 


tgg 


ggc caa 


ggc 


acc 


tct 


etc 


aca 


gtc 


tee 


tea 


gee 










75 


Trp Gly Gin Gly Thr Ser 


Leu 


Thr 


Val 


Ser 


Ser 


Ala 










76 




130 








135 










140 











79 <210> SEQ ID NO: 2 

80 <211> LENGTH: 140 

81 <212> TYPE: PRT 

82 <213> ORGANISM: Mus musculus 
84 <220> FEATURE: 

W--> 85 <22I> NAME/KEY: misc_f eature<222> (1)..(420) 

86 <223> OTHER INFORMATION: Sequenee coding for the variable region of the antibody heavy 

eh 

87 ain 

89 <400> SEQUENCE: 2 

91 Met Gly Trp Leu Trp Asn Leu Leu Phe Leu Met Ala Ala Ala Gin Ser 

92 1 5 10 15 

95 Ala Gin Gly Gin He His Leu Val Gin Ser Gly Pro Glu Leu Lys Lys 

96 20 25 30 

99 Pro Gly Glu Thr Val Lys He Ser Cys Lys Ala Ser Gly Tyr Thr Phe 



100 






35 










40 










45 








103 


Thr 


Ser 


Tyr 


Gly 


Leu 


Thr 


Trp 


val 


He 


Gin 


Ser 


Pro 


Gly 


Lys 


Asp 


Leu 


104 




50 










55 










60 










107 


Lys 


Trp 


Met 


Gly 


Trp 


He 


Asn 


Thr 


Phe 


Ser Gly Val 


Pro 


Thr 


Tyr 


Ala 


108 


65 










70 










75 










80 


111 


Asp 


Asp 


Phe 


Lys 


Gly 


Arg 


Phe 


Ala 


Phe 


Ser 


Leu 


Asp 


Thr 


Ser 


Thr 


Ser 


112 










85 










90 










95 




115 


Thr 


Ala 


Tyr 


Leu 


Gin 


He 


Asp 


Asn 


Leu 


Lys 


Asn 


Glu 


Asp 


Thr 


Ala 


Thr 


116 








100 










105 










110 






119 


Tyr 


Phe 


Cys 


Ser 


Arg 


Arg 


Gly 


Gly 


Phe 


He 


Thr 


Thr 


Ala 


Leu 


Asp 


Thr 


120 






115 










120 










125 








123 


Trp 


Gly 


Gin 


Gly 


Thr 


Ser 


Leu 


Thr 


Val 


Ser 


Ser 


Ala 










124 




130 










135 










140 











127 <210> SEQ ID NO: 3 

128 <211> LENGTH: 420 

129 <212> TYPE: DNA 

130 <213> ORGANISM: Mus musculus 

132 <220> FEATURE: 

133 <221> NAME/KEY: CDS 

134 <222> LOCATION: (1)..(420) 

135 <223> OTHER INFORMATION: 
137 <220> FEATURE: 

W--> 138 <221> NAME/KEY! misc_f eature<222> (1)..(420) 

139 <223> OTHER INFORMATION: Sequence coding for the variable region of the antibody 
light eh 

140 ain 
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142 


<220> FEATURE: 






























<221> NAME/KEY: 


sig_peptide 






















144 


<222> LOCATION: 


(1) 


.(57) 
























<223> OTHER 


INFORMATION 
























147 


<400> SEQUENCE: 


3 


























14ft 


ata 


aag 


ttg 


eet 


ggt 


agg 


etg 


ttg 


crta 
y "-y 


ctcr 
^ ^y 


atg 


ttc 


tag 
^y y 


att 


cct 


get 


48 


149 


Met 


LVS 


Leu 


Pro 


Gly 


Arg 


Leu 


Leu 


Val 


Leu 


Met 


Phe 


Trp 


He 


Pro 


Ala 




150 


1 








5 










10 










15 






1 S9 


tec 


aat 


aat 


aat 


gtt 


gtg 


atg 


ace 


caa 


act 


cea 


etc 


tec 


etg 


tet 


gtc 


96 


153 


Ser 


Asn 


Ser 


Asn 


Val 


Val 


Met 


Thr 


Gin 


Thr 


Pro 


Leu 


Ser 


Leu 


Ser 


Val 




154 








20 










25 










30 








1 Sfi 
J. ^ u 


acit 


ctt 




crat 


eaa 


gee 


tee 


ate 


tet 


tge 


aga 


tet 


agt 


cag 


age 


att 


144 


157 


Ser 


Leu 


Glv 


Asp 


Gin 


Ala 


Ser 


He 


Ser 


Cys 


Arg 


Ser 


Ser 


Gin 


Ser 


He 




1 S8 






35 










40 










45 










1 fin 


crta 


cat 


aat 


aat 


gga 


aac 


aee 


tat 


tta 


gaa 


tgg 


tac 


etg 


cag 


aaa 


cea 


192 


161 

J. U X 


Val 


His 


Ser 


Asn 


Gly 


Asn 


Thr 


Tvr 

J. J. 


Leu 


Glu 


Trp 


Tyr 


Leu 


Gin 


Lvs 


Pro 




X u ^ 




50 










55 










60 












1 fi4 

X U *x 


ggc 


cag 


tot 


eea 


aag 


etc 


etg 


ate 


tat 


aaa 


gtt 


tee 


aac 


cga 


ttg 
*- *-y 


tet 


240 


165 


Gly 


Gin 


Ser 


Pro 


Lys 


Leu 


Leu 


He 


Tyr 


Lys 


Val 


Ser 


Asn 


Arg 


Leu 


Ser 




X u u 


65 










70 










75 










80 




1 fift 

X u o 


ggg 


gtc 


oca 


gac 


agg 


ttc 


agt 


croc 
y y ^ 


agt 


gga 


tea 


ggg 


aca 


gac 


ttc 


aca 


288 


1 

X U Z7 


Gly 


Val 


Pro 


Asp 


Arg 


Phe 


Ser 


Glv 


Ser Gly 


Ser Gly 


Thr 


Asp 


Phe 


Thr 




1 70 

X / V 










85 










90 










95 






179 

X / 4b 


etc 


aaa 


ate 


age 


aga 


gtg 


gag 


act 


gag 


gat 


etg 


gga 


ctt 


tat 


tac 


tgt 


336 


1 7"^ 

X / J 


Leu 


Lys 


He 


Ser 


Arg 


val 


Glu 


Ala 


Glu 


Asp 


Leu 


Gly 


Leu 


Tvr 


Tvr 

J. jr J. 


Cvs 




1 74 
X / *± 








100 










105 










110 








176 


ttt 


caa 


ggt 


tea 


eat 


att 


cea 


ttc 


aeg 


ttc 


ggt 


teg 


ggg 

3 3 3 


aca 


aag 


ttc 


384 


177 
X / / 


Phe 


Gin 


Gly 


Ser 


His 


He 


Pro 


Phe 


Thr 


Phe Gly 


Ser 


Glv 


Thr 


Lys 


Phe 




1 7fi 

X / Q 






115 










120 










125 










180 


gaa 


ata 


aaa 


egg 


get 


gat 


get 


gea 


cea 


act 


gta 


tec 










420 


1 fti 

X O X 


Glu 


He 


Lys 


Arg 


Ala 


Asp 


Ala 


Ala 


Pro 


Thr 


val 


Ser 












1 

X o ^ 




130 










135 










140 












1 ft S 

X O J 


<210> SEQ ID NO 


: 4 


























1 ftfi 

X O V 


<211> LENGTH: 140 


























1 ft7 
xo / 


<212> TYPE: 


PRT 




























1 ftft 

X o o 


<213> ORGANISM; 


Mus 


museulus 




















1 QO 

X 7 V/ 


<220> FEATURE: 




























1 Q1 
x^x 


<221> NAME/KEY: 


mise_f eature 




















192 


<222> LOCATION: 


(1) 


..(420) 






















193 


<223> OTHER 


INFORMATION 


: Sequence coding for the variable region of 


the antibody 


light ch 




































194 




ain 






























196 


<400> SEQUENCE: 


4 


























198 


Met 


Lys 


Leu 


Pro Gly Arg 


Leu 


Leu 


Val 


Leu 


Met 


Phe 


Trp 


He 


Pro 


Ala 




199 


1 








5 










10 










15 






202 


Ser 


Asn 


Ser 


Asn 


Val 


Val 


Met 


Thr 


Gin 


Thr 


Pro 


Leu 


Ser 


Leu 


Ser 


Val 




203 








20 










25 










30 








206 


Ser 


Leu 


Gly 


Asp 


Gin 


Ala 


Ser 


He 


Ser 


Cys 


Arg 


Ser 


Ser 


Gin 


Ser 


He 




207 






35 










40 










45 










210 


Val 


His 


Ser Asn Gly Asn 


Thr 


Tyr 


Leu 


Glu 


Trp 


Tyr 


Leu 


Gin 


Lys 


Pro 
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211 



50 



55 



60 



214 Gly Gin Ser Pro Lys Leu Leu lie Tyr Lys Val Ser Asn Arg Leu Ser 

215 65 70 75 80 

218 Gly Val Pro Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr 

219 85 90 95 

222 Leu Lys lie Ser Arg Val Glu Ala Glu Asp Leu Gly Leu Tyr Tyr Cys 

223 100 105 110 

226 Phe Gin Gly Ser His lie Pro Phe Thr Phe Gly Ser Gly Thr Lys Phe 

227 115 120 125 

230 Glu lie Lys Arg Ala Asp Ala Ala Pro Thr Val Ser 

231 130 135 140 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/341,894 



DATE: 
TIME: 



08/14/2002 
14:41:56 



Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF4\08142002\I341894.raw 



L:13 M:270 C: Current Application Number differs. Replaced Current Application Number 

L:14 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:29 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 1 

L:33 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 1 

L:38 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 1 

L:85 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 2 
L:138 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID# : 3 
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